In the title compound, C 22 H 20 Cl 2 N 2 O, the diazole ring adopts a shallow envelope conformation with the methine C atom bonded to the adjacent chlorobenzene ring as the flap. The dihedral angles between the heterocyclic ring and the pendant chlorobenzene rings are 61.4 (2) and 80.3 (2) . In the crystal, weak C-HÁ Á ÁCl interactions connect the molecules into [001] chains.
Structure description
Heterocycles containing 1,2-diazole systems such as indazole have attracted much attention for the design and synthesis of novel biologically active agents. They display various biological activities such as analgesic, anti inflammatory, anti-depressant, antitumor, anti-hypertensive, anti-viral and anti-cancer activities (Jain et al., 1987; Palazzo et al., 1966; Popat et al., 2003) .
The crystal structure of an indazole derivative, viz., 4,6-bis(4-fluorophenyl)-2-phenyl-1H-indazol-3(2H)-one (Butcher et al., 2011) has been reported. As part of our studies in this area, the title compound (I) was synthesized and its crystal structure is reported here (Fig. 1) . The 1,2-diazole ring adopts a shallow envelope conformation, with C14 as the flap; the dihedral angles between this ring (all atoms) and the C6 and C15 chlorobenzene rings are 61.4 (2) and 80.3 (2) , respectively. The cyclohexyl ring adopts a distorted chair conformation. In the crystal, weak C-HÁ Á ÁCl interactions (Table 1 and (Fig. 2) ) connect the molecules into [001] chains.
data reports

Synthesis and crystallization
A mixture of 2,6-bis(2-chlorobenzylidene)cyclohexanone (3.43 g, 0.01 mol) and hydrazine hydrate (1 ml) in 30 ml acetic acid was refluxed for 10 h. The reaction mixture was cooled and poured into 50 ml ice-cold water. The precipitate was collected by filtration and purified by recrystallization from ethanol. Colourless plates were grown from DMF solution by slow evaporation; Yield: 72% (m.p. 458 K).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 .
Figure 2
The crystal packing of (I), viewed down the b axis, showing the formation of [001] chains linked by C-HÁ Á ÁCl interactions (dashed lines).
Figure 1
The molecular structure of (I), showing 50% probability displacement ellipsoids. Table 1 Hydrogen-bond geometry (Å , ).
C10-H10AÁ Á ÁCl1 i 1.00 2.85 3.677 (4) 140
Symmetry code: (i) Àx þ 1; Ày þ 1; z À 1 2 . C3-C4 1.371 (7) C15-C20 1.389 (5) C3-H3A 0.9500 C16-C17 1.383 (6) C4-C5 1.391 (5) C16-H16A 0.9500 C4-H4A 0.9500 C17-C18 1.383 (7) C5-C6 1.392 (5) C17-H17A 0.9500 C6-C7 1.475 (5) C18-C19 1.365 (7) C7-C8 1.332 (5) C18-H18A 0.9500 C7-H7A 0.9500 C19-C20 1.385 (5) C8-C9 1.472 (5) C19-H19A 0.9500 C8-C13 1.512 (5) C21-C22 1.504 (5) C9-C10 1.505 (5) C22-H22A 0.9800 C10-C11 1.508 (5) C22-H22B 0.9800 C10-C14 1.547 (5) C22-H22C 0.9800
